. Protocol for generating biomimetic micropatterned polydimethylsiloxane matrices. Table S1 . Primers used for RT-qPCR of hPMR1 and miR-200 target mRNAs. Table S2 . Primers used to generate pre-miR-200c transcripts.
Video S1. Single cell analysis of MCF-7 cells expressing active hPMR1.avi

Supplemental Materials and Methods
In vitro analysis of hPMR1 activity against pre-miR-200c (related to Supplemental Fig. S4 ).
Fluorescent forms of pre-miR-200c or pre-miR-200c bearing mutations in the apical loop YUGA element (U34A, G35C) were generated by in vitro transcription with T7 RNA polymerase (MEGAscript® T7 transcription Kit, Ambion). The DNA templates were prepared using primer pairs in Supplement Table S2 and gel purified. For in vitro transcription, each 20 µl reaction contained 0.5 mM ATP, CTP, GTP, 0.1mM UTP and 10 µM aminoallyl-UTP-ATTO-680 (Jena Bioscience), 5 µl template, 2 µl enzyme mix. Transcripts were then purified on 20% polyacrylamide/8M urea gels prior to use. The C-terminal biotinylation tag on hPMR1 was used to recover protein for activity assay. Dynabeads MyOne Streptavidin T1 (Invitrogen) were preincubated in 100mM NaOH and 50mM NaCl for 2 min, washed with 100 mM NaCl and PBS.
These were incubated with gentle rotation for 30 min at 25°C with 100 µg of cytoplasmic extract from uninduced or doxycycline-treated cells in a 200 µl volume. Beads was washed 3-times with 20 mM Tris-HCl, pH 7.5, 1.5 mM MgCl 2 , 25 mM NaCl, 1% glycerol and 1 mM DTT, and suspended in 50 µl of the same buffer followed by addition of 1 µl of pre-miR-200C. The reaction mixture was incubated with constant agitation for 60 min at 37°C, after which the beads were removed. 20 µl of the reaction was mixed with an equal volume of 95% deionized formamide/5 mM EDTA and separated on 20% polyacrylamide/8M urea gels. The gels were visualized directly on LI-COR Odyssey imaging system. 
